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Abstract: Objective To discuss the latest progress of proteomics technology in traditional chinese medicine and western medi—

cine of IgA nephrology( IgAN) . Methods Study the general application of proteomics technology in nephrology in recent years

through domestic and foreign literature collection sorting and induction methods. Results Using proteomics technology several po—

tential biomarkers have been identified for the diagnostic and prognostic evaluation of IgAN including alpha — 1 — antitrypsin cer—

uloplasmin laminin G —like 3 free kappa light chains « — actinin —4 etc. The protein peaks with mass — to — charge ratio of

2798.06.8713.48 could be used for diagnosing IgA nephropathy with blood stasis syndrome. The protein peaks with mass —to —
charge ratio of 4987.92 could be used for diagnosing IgA nephropathy with damp — heat syndrome. The protein peaks with mass —
to — charge ratio of 1972. 32 could be used for diagnosing IgA nephropathy with Qi and Yin deficiency syndrome. Conclusion Pro—

teomics technology provides evidence for different diagnosis of IgA nephropathy. We should pay more attention to the research of

proteomics technology.
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