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Research Progress of Proteomics in IgA Nephropathy with Blood Stasis
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Abstract: Objective: To explore the latest development of proteomics in the study of IgA nephropathy with blood stasis. Methods:
To collect and summarize the research situation of proteomics in the field of IgA nephropathy with blood stasis from the domestic and
foreign research reports in recent years. Results: The protein peak of M/Z at 8713.48 may be a specific protein in IgA nephropathy with
blood stasis. The leech could be used on treating IgA nephropathy with blood stasis by regulating the protein. Conclusion: Proteomics
provides the evidence for the syndrome analysis, diagnosis and prognosis of IgA nephropathy, and assists clinical diagnosis, which

deserves further study.
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