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509C/T HAZSUSERATRENZLER S ERREREEPERIERNARE. £ SFEEKH Lo-
gistic [B1J3 Forward (LR ) #4347 S 7 | W UM i R AE 55 59 o 8 B ) £ 2% 1 A R IE 1) XLy B i o
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Association of transforming growth factor B1-509C/T site gene polymorphism and lumbar burden intensity
with blood stasis syndrome of lumbar intervertebral disc protrusion XU Jian-wen, ZHONG Yuan-ming, YANG
Guang , et al. Department of Orthopedics, the First Affiliated Hospital of Guangxi College of Traditional Chinese Medi-
cine, Nanning 530023, China

[ Abstract] Objective To investigate the relationship between the blood stasis syndrome and parts of the risk
factors of lumbar intervertebral disk protrusion ( LIDP) and transforming growth factor 81 ( TGF-B1)-509C/T site
gene polymorphisms. Methods A total of 120 Han ethnic patients from Guangxi Zhuang Autonomous Region were se-
lected according to standard of LIDP, 60 with blood stasis syndrome and the other 60 without, then, their single nu-
cleotide polymorphism (SNP) of TGF-B1-509C/T and lumbar burden intensity were tested, and their relationship
with the blood stasis syndrome of LIDP were analyzed. Results It was showed by Logistic Regression Forward (LR)
analysis that risk of syndrome blood stasis of LIDP in patients with severe lumbar burden was 3. 977 times (95% CI;
1.012 ~3. 801) of that in patients with mild and middle lumbar burden (P <0.05), and the risk further increased
5.365 times(95% CI:1. 086 ~ 2.703) after it’ s accumulating with TGF-B1-509C/T site gene polymorphisms in Han
ethinic group in Guangxi( P <0. 05). Conclusion Severe lumbar burden may be one of the risk factors of blood sta-
sis syndrome of LIDP in Han ethnic population from Guangxi. Patients with TGF-B1 gene-509 adiponectin CT geno-
type and combined severe lumbar burden are susceptible to blood stasis syndrome of LIDP.
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Fefe KA F p1(TGF-B1)-509C/T BN & & K
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1 #PEHZE

1.1 —@%el  BEVLAREL 200801 ~2009-12 ZEF;
e B it PR 12 D R AHE (6] 45 2% 1 9 3 7P ER HHIE 9 I

FHER) B2 60 BIME M A , AT MER R K+
)P KR, Xt B 2k B RE Rt
B MR AR KR L E R R SR HARIL R K
A 1] £ 2% ) AF 3 I AP UE SR E 60 4], UL AF i M
HERHELE—BRBEHEEER TR ERE (P
>0.05) , A A thiE, W& 1,

Fl1 FWARH - BEALE[(F£s5),0(%)]

@R FiL HHI(B/ &) R (F) F3iAd BMI(kg/m?) S1=2100/d - y
IMLFUELR 60 32/28 40.65 +9. 88 15(25.0) 23.910.9 24(40.0)
Ik MFE LA 60 32/28 39,72 £10. 51 15(25.0) 23.7%1.1 23(38.3)
th? - 0. 000 0. 499 0. 000 1.090 0.035
P - 1. 000 0.618 1. 000 0.278 0. 852

1.2 FREKRE S EHIERE WHESERES
FEAAE A" 3 4 i CREME (] 35 2% T 5 ) (2005.9) &
BT R4 ICSE BRI (2005. 4) 5 HEE BRIE
SRER LAY R D EZLSERMEXTLRE
Y | o BE BRIE A IRGHE & H A LRGIE 4L, o B
TE HFEGIE PS5 B R 38 PaE# 19 A JE MUBSE
4,

L3 ROEERMNASRE (1) R R
IR R I R () SERY 19 ~ 58 %5 (3) BAT &
EEER, I LB =R R DU R AME; (4) I R
wRsE; (5) REAERE, A ESMEE, £ E
FHISHFEILFU,

L4 JREHRARHE (1) &34 B 5R O R
BRI PRI R LB NGB L LB R
B S AR B 455 (2) R H(BMI) <
18.5 kg/m2 2t >28.0 kg/mz; (3) B TS HL(SI) >
300 /d - y F; (4) BRHXERATEE,

1.5 g pRIS R 7 1=

1.5.1 SI #F348 R AE B 7 LURE 4 FR
1, %% Battie 25" J7 v R 43 g 7R 4 AR A T A
SR, IR HE SR B M ST < 100 fAMA, 48
R A SI=100 fAMA, B8N SI
=3%/d -y, BIERIE YN A R 2 BN A
HREEGREARERL,

1.5.2 BMI RAEFGEMATE, BE EHHE
FREAR AR [ BR A AR 2 4 b B A0 34 o [ o [
TAELEXF B R A B 5036 e B I A il
PR 4 e R E R R IE B A E A SR,
Hoh BMI <18. 5 & FE 1352 ,BMI >24 HiE , BMI
>28 JAERE,BMI 18.6 ~23.9 K IE ¥ 1K E, Bk
B R[BMI = KE (kg)/ B8 ()], f=M

SRS RAE RN BEFR YR ST AE
FRT AR LA B AR B 34T AR IH 2
1.5.3 [EMEARERET REHAET/REN
PYE R I8 T 5T o O B 4k 7 67 787 T Ak [ 46 AT A
W, EAE AL ( Sitting) (25 HE4H BB ( Bending/twis-
ting) . 4 & #% 5 (Whole body vibration) . £ %¢ & 4
(Lifting ) % B AR J1 46 k. ( Heavy work ) 5, 4 o i
(Low) (B ( Middle ) i E JF (High ) JE#E 1 fif =1
%R HEAA ISR FE N SR
HRESEER,
1.5.4 HAWFLLICE [FEH0RFFRXT S M HES.
SERE LA R R BE RIG RO
1.5.5 BIRBERREELSER WE2.

F2 MEAEER¥EMER

MRER BEER

FIRsE 0=F,1=H

JEHE S AT =iz 2 -EF

R 1= 2=H

LiZsEET 0=78 S1 <100 3/d - y,1 =% 3812100 f/d - y
T By e w2 = CC WM, 3 =TT RAT
RAEE(y) 0 = AR M FHIFELH ,1 = MFIEH

1.6 LB

1.6.1 FEUEHFZAHN FEHESHBRWRMN
(BIO-RAD USA) ; &R 7k ( MDF-US410 % H 7
=) ;7 E R PCR Y ( GeneAmp PCR System
2400, PERKIN ELMER /}#&] USA) ; ¥ %4+ (HF
Safe 1200, W) & BAERAH) ; HIRKBFH
( Grant SUB14, Grant Instruments Ltd. ENGLAND) ; 7k
P KA (DYY-TN 8, bt — {448 ) s EHE
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AL (EC 120 Mini Vertical Gel System, Thermo EC
USA); ## & fl # £% ( Autoclavable Nichipet EX,
NICHIRYO Japan) ; & 3 B 0> 1l ( EBA 12, Hettich
Germany ) ; % i i 1% % 48 ( UNIVERSAL HOOD II,
BIO-RAD USA) ; B¢ R 3 4t 73 # 3K #4 (The Dis-
covery Series Quantity One® 1-D Analysis Software
Version 4.5); 4 Ifl 2 A 41 DNA £ B i /| &
(Bscobsl, Biospin 22 ] ) ; &3 R BTFE 5
(LW EY TREARDNE =) ; RH N
(Saul ,TSP451, Fermentas /3 &) 5= i ) ; PR | ¥4 PN Y1) B
(Ddel , Promega A &7 /) o

1.6.2 #rAltE HEBRAFSHARENBEINA
MR R, BT B S X R AT 10 h, 3
TR E7:00 ~8: 00 HEREEK MLARA 2 ml, SR/ TEA
SRETENNEZEPRY, BT 4 CHRAERAE
.

1.6.3 HMWABRRF Y Kl TCF-g1 2£H-509
PR, IERRGIEE N &G R B K E LA
4] ( Polymerase Chain Reaction-Restriction Fragment
Length Polymorphisms, PCR-RFLP) #f R 3t 7 N £
SRR T B E 8, EEBRETH
FELREKE: (1) 5E M1 5 48 DNA {2 BGE 2 #)
BRI R IR 5L B AT, 2 F 2 IR A I
SMA#RRK L 2ml, EDTA $75E, 5K R Biospin 1A 5
ERIEEY DNA, BB E FiE P RER
DNA, (2)RAEHER AL : QB39 2 3™
FEE, 51 W F, F1:5'-GGG GAC ACC ACT
TAC AGT G-3'; F2:5'-GGA GGA GGG GGC AAC
AGG3"; QR G H4E R W A & . 10 x Buffer 1.5 pl,
dNTP 0.3 ul, Taq & 0.15 pl, . F#F5194% 0.3
pl, AR 1 pl, finéfigek 2 15 wl; QR &4 :94 C
4 min WA, #2294 C 1 min 58 € 1 min 72 C 2
min FF5 30 G, T 72 CHEfH 10 min, REEHHER
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MR, B 8 WL A EEE R MY B R, T
10 g/L SRR SIS b AT R Uk, I I 5 0%,
EREMNEEE R @OF G BN RE A B
Z 754347 (PCR-PELP) ¥ Saul )W {& % : PCR re-
action mixture 101,10 x Buffer 2 pl,Saul 0. 15 pul, fill
ok 2 15 wl; OB YIR R A Ina aTh 1 3
EREH, B IEE R, 37 CEYINE; @8 k&4
LA 30 g/L BrRE W SR BT B U0 Py AT R . WK
SN 1 x TBE, ¥ # A1 3Kk H JE 100 V, B3 50
mA, L3k 3 h J5 ZEBEE s K B AR AT R 4 L HEAH
(3) ERFBIAIWT : 75 TGF BHIFHAE G509—-T PREHE
o, W= KR 9 D) B Saul (Y EEUIAL R (BB Y7
%% 5'--CCAT NAG G--+3") ,i% TGF ZH B A
SRV Y2 Saul BEIEAL, BBIKERIBHEAA
BOR/NB RIS b AR K R T B H-509 47 511
3 FhIEE A, A AE R LA KR g1 ZEF-509CC 4f
EF, IR E 24 N 429.26 bp 2 SR B AL
AR EF pl ZF-S509CT 424 F, 7l B 455,429,
26 bp 3 S H B HRACEKEF p1 EE-509TT 4G
T, TEEYIAL s, ke R 455 bp 1 KRB
1.7 Seit#ory: E RS SRR FE R
R B X R R 5 %A AR AR
HEHR A K06, AR R A« IR, EhfE
H(OR) 318 5 Logistic EIJA4MF . FFa BaEIIR
Fi SPSS 13. 0 For Windows 48 it 3 #1741
A3, P <0.05 HERBGHITHE L,
2 #7

FA4E4 14 Logistic [71)7 Forward ( LR ) 2 43 #7 &
HE (] 2528 HHAE MR W B E &, % 0 =0.05
KK M, FiE ) TGF-B1-509 (1) JJEHES f738 EE A
TGF-B1 3£ H-509 + FEHEM A% 3 NHEZE S LIDP 1
PER R ER G ¥E (P <0.05) , FEEER
BISEARTHE KARXT FER BE BfEHHE LR 3,

%3 LIDP a3 B 48 X /& K B & Logistic B3 447 45 R

faREE b Wald(y*) P OR OR95% CI
TGF-p1 2509 2.545 0.179

TGF-B1-509(1) 1.576 6.132 0.027 4. 836 3.251 ~5.993

TGF-B1-509(2) 0. 433 0. 648 0. 421 1.542 0.421 ~2.222
I (%) 0. 052 0.016 0. 901 1.053 0.419 ~2.523
1k 58 (kg/m?) 0. 265 0.383 0.536 1.303 0. 564 ~3. 013
W IHFEH S1=100/d - y(% ) 0. 338 0.780 0.377 1. 402 0. 141 ~13.915
P A 7 7 X 0. 673 3.977 0.046 1. 960 1. 012 ~3. 801
TGF-B1 2509 + R 1A F5 0. 593 5.365 0. 021 1. 809 1. 086 ~2. 703
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3 iTig

3.1 BAAEKET Bl BEAEKETB K3 A
Wz —, B R E R R R ik, A
AERKETF Bl & 112 MEER, HERRE . RBH
HEKEAT Bl WEEMTE 19 SRk |,
ET MR FR6ANNET. PIRMERAERKE
F Bl AEZNEFMEZBERR, i AEKE
F B1-509C/T.-800G/A 4, X S BRI HE 4L
AR EF 1 M ERM#EE, #mEZRSHAAK
BT gl MXFRRA R B IE, Bl
FERPBVR BN, EA R 2T BT
BIEMIAT; 25 IR R E AL B RAM H &
BEMNEFEBREER, 2L THRERSHON, AH
B R A28 R R R . {ELAR )
SR TAE G AT LIDP 1% 4 iy
EARER, L LIDP iZEESEARBER 53
R HAEFR R,

3.2 PEMIERERKAS R RERPHEIIGE.
R JESEMETFBEE —-RINERTUNEGE
FU, MR EMERIR K EEHNGER AL 0
FleE R PR & R A2 2R S U R B ST R T R Y
IR ESE IR BFSE B & 20 A S BT B A AR T
EMMR . MBHESR LIDP % Wi EIER, B H
A% 7 LIDP A B F 7Y 55 % 4 0 B R & AR B 4F A
FHEAXRE, BEREHRERBRIEMERE
F Bl EA-509C/T A& 5T FEH#E LIDP [ #¥IE
FA2%, FFRIT Tk LIDP [l ik 5 TGF-B1-
509C/T 3 FE B35 ME R MG E E RRBET,
A 3CERT LIDP ML 5 TGF-pL-509C/ T EE £
W R EMEARERE R, IRERESNFE
BEREHE S tr i B LA A Ve b X U A& LIDP [t
SPCIE A XU S S % o 8 B i £ 77 9 2 A ) 3. 977 f%
(95% CI:1.012 ~3.801) (P <0.05) , TGF-B1-509C/
TEHEEZDHSEEERAMBRERNRRRERE
LIDP Iff 55E A XU & P 3B — L R Y 5. 365 1%
(95% CI;1.086 ~2.703) (P <0.05) , 1 B3 Bkt 77
2R BEAT BB PEYL K LIDP MUFIE HBTE S R &

Z— B TGF-g1 £ H-CT HRF K IR AE
KNG RN K TIE HERER AL FERE
FRAE B A0 508 B 7 T A%, DO R A0 A 1] 28 R H i O
BEI I E R
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